Ref 

# 


Hits 


Search Query 


DBS 


Default 
Operator 


Plurals 


Time Stamp 


LI 


547 


CxCR3 or (CxC adj chemokine adj "3") 


US-PGPUB; 

1 ICDAT" 

USOCR; 
EPO; JPO; 
DERWENT 


OR 


OFF 


2005/10/17 14:15 


L2 


1674 


Ip-10 or (interferon same gamma 
same inducible same 10 ; 


US-PGPUB; 

1 ICDAT- 

USOCR; 
EPO; JPO; 
DERWENT 


OR 


OFF 


2005/10/17 14:18 


L3 


9994 


Mig 


US-PGPUB; 

1 ICDAX* 

USOCR; 
EPO; JPO; 
DERWENT 


OR 


OFF 


2005/10/17 14:18 


L4 


782994 


human 


US-PGPUB; 

1 ICDAT* 

USOCR; 
EPO; JPO; 
DERWENT 


OR 


OFF 


2005/10/17 14:19 


L5 


507 


LI and L4 


US-PGPUB; 

1 ICDAT* 

UbrA 1 , 

USOCR; 
EPO; JPO; 
DERWENT 


OR 


OFF 


2005/10/17 14:19 


L6 


1452 


L2 and L4 


US-PGPUB; 

1 ICDAT* 

UbrA 1 , 

USOCR; 
EPO; JPO; 
DERWENT 


OR 


OFF 


2005/10/17 14:19 


L7 


1072 


L3 and L4 


US-PGPUB; 

1 ICDAT* 

UbrA 1 f 

USOCR; 
EPO; JPO; 
DERWENT 


OR 


OFF 


2005/10/17 14:19 


L8 


108279 


mammal 


US-PGPUB; 

1 ICDAT* 

UbrA 1 , 

USOCR; 
EPO; JPO; 
DERWENT 


OR 


OFF 


2005/10/17 14:19 


L9 


258 


LI and L8 


US-PGPUB; 

1 ICDAT* 

UbrA 1 , 

USOCR; 
EPO; JPO; 
DERWENT 


OR 


OFF 


2005/10/17 14:20 


LIO 


810422 


L4 or L8 


US-PGPUB; 
1 i<;PAT' 

UOrM 1 f 

USOCR; 
EPO; JPO; 
DERWENT 


OR 


OFF 


2005/10/17 14:20 
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Lll 


509 


LI and LIO 


US-PGPUB; 

UbrA 1 ; 

USOCR; 
EPO; JPO; 
DERWENT 


OR 


OFF 


2005/10/17 14:20 


L12 


1461 


L2 and LIO 


US-PGPUB; 
UbrA 1 ; 

USOCR; 
EPO; JPO; 
DERWEm" 


OR 


OFF 


2005/10/17 14:20 


L13 


1074 


L3 and LIO 


US-PGPUB; 
USPAT; 
USOCR; 
EPO; JPO; 
DERWEWT 


OR 


OFF 


2005/10/17 14:21 


L14 


215265 


assay 


US-PGPUB; 

1 ICDAT* 

UbrA 1 , 

USOCR; 
EPO; JPO; 
DERWENT 


OR 


OFF 


2005/10/17 14:21 


LIS 


477 


Lll and L14 


US-PGPUB; 
USPAT; 
USOCR; 
EPO; JPO; 
DERWENT 


OR 


OFF 


2005/10/17 14:21 


L16 


1310 


L12 and L14 


US-PGPUB; 
UbPAT; 

USOCR; 
EPO; JPO; 
DERWENT 


OR 


OFF 


2005/10/17 14:21 


L17 


771 


LIS and L14 


US-PGPUB; 
USPAT; 

USOCR; 
EPO; JPO; 
DERWENT 


OR 


OFF 


2005/10/17 14:21 


L18 


141 


Lll and L12 and L13 and L14 


US-PGPUB; 

1 ICDAT* 

UbrA 1 ; 

USOCR; 
EPO; JPO; 
DERWENT 


OR 


OFF 


2005/10/17 14:22 


L19 


1250 


Loetscher 


US-PGPUB; 
USPAT; 
USOCR; 
EPO; JPO; 
DERWENT 


OR 


OFF 


2005/10/17 14:23 


L20 


248 


Loetscher and Marcel 


US-PGPUB; 

1 ICDAT' 

USOCR; 
EPO; JPO; 
DERWENT 


OR 


OFF 


2005/10/17 14:23 
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L21 


8 


Loetscher same Marcel 


US-PGPUB; 

UbrA 1 , 

USOCR; 
EPO; JPO; 
DERWEm" 


OR 


OFF 


2005/10/17 14:23 


L22 


210 


Moser and Bernard 


US-PGPUB; 

1 ICDAX* 

UbrA 1 / 

USOCR; 
EPO; JPO; 
DERWEm" 


OR 


OFF 


2005/10/17 14:24 


L23 


21 


Moser same Bernard 


US-PGPUB; 

1 ICDAT» 

UbrA 1 , 

USOCR; 
EPO; JPO; 
DERWEm" 


OR 


OFF 


2005/10/17 14:24 


SI 


1 


"6140064".pn. 


USPAT 


OR 


OFF 


2005/10/17 14:14 
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09/633,541 
STN Results 

(FILE 'HOME' ENTERED AT 14:36:34 ON 17 OCT 2005) 

FILE 'BIOSIS, MEDLINE, CAPLUS, EMBASE, SCISEARCH' ENTERED AT 
14:37:14 ON 

17 OCT 2005 
LI 3741 S CXCR3 OR CXC CHEMOKINE 3 

L2 6004 S IP- 1 0 OR INTERFERON GAMMA INDUCIBLE 1 0 KDA PROTEIN 
L3 7013 SMIG 

L4 1 827 S MIG AND CHEMOKINE 
L5 7013 SL3ORL4 

L6 1476 DUP REM LI (2265 DUPLICATES REMOVED) 
L7 2304 DUP REM L2 (3700 DUPLICATES REMOVED) 
L8 4284 DUP REM L3 (2729 DUPLICATES REMOVED) 
L9 1 92 S L6 AND L7 AND L8 
LIO 1662095 S ASSAY 
Lll 20SL9ANDL10 
L12 113 SL6 AND LIO 
LI 3 206 SL7 AND LIO 
L14 174 SL8 AND LIO 



09/633,541 Results 
SEQ ID NO: 1 

SUMMARIES 

% 

Result Query 

No. Score Match Length DB ID Description 



1 


1670 


100, 


.0 


1670 


6 


AR117009 


AR117009 


Sequence 


2 


1670 


100, 


.0 


1670 


6 


BD195161 


BD195161 


CXCR3 Che 


3 


1670 


100, 


.0 


1670 


6 


AR456180 


AR456180 


Sequence 


4 


1623 


97, 


.2 


1630 


6 


CQ868641 


CQ868641 


Sequence 


5 


1623 


97, 


.2 


1670 


6 


AR380435 


AR380435 


Sequence 


6 


1623 


97, 


.2 


1670 


6 


AX411189 


AX411189 


Sequence 


7 


1623 


97, 


.2 


1670 


6 


AX548788 


AX548788 


Sequence 


8 


1623 


97, 


.2 


1670 


9 


HSGPCRIN8 


X95876 H 


. sapiens m 


9 


1612.4 


96, 


.6 


1614 


6 


CQ834242 


CQ834242 


Sequence 


10 


1612 


96, 


.5 


1625 


6 


CQ717993 


CQ717993 


Sequence 


11 


1589.4 


95, 


.2 


1626 


9 


BC034403 


BC034403 


Homo sapi 


12 


1545.2 


92. 


.5 


1703 


6 


AX805367 


AX805367 


Sequence 


13 


1545.2 


92 


.5 


1867 


9 


AF469635 


AF469635 


Homo sapi 


14 


1545.2 


92 


.5 


22608 


6 


CQ868640 


CQ868640 


Sequence 


15 


1545.2 


92. 


.5 


248968 


9 


HSXDPB 


AL590763 


Homo sapi 



SUMMARIES 

% 

Result Query 



Jo. 


Score 


Match Length 


DB 


ID 


Description 


1 


1670 


100 . 


,0 


1670 


2 


AAV26557 


Aav2 6557 Human IP- 


2 


1623 


97, 


.2 


1630 


13 


ADR67007 


Adr67007 Human can 


3 


1623 


97, 


.2 


1670 


6 


ABN97338 


Abn97338 Gene #383 


4 


1623 


97, 


.2 


1670 


8 


ABZ42641 


Abz4 2641 Human CXC 


5 


1623 


97, 


.2 


1670 


10 


AAD58503 


Aad58503 Human C-X 


6 


1623 


97, 


,2 


1670 


10 


ADG33164 


Adg33164 Human DNA 


7 


1623 


97, 


.2 


1670 


11 


ADN3 94 33 


Adn3 94 33 Cancer/an 


8 


1623 


97, 


.2 


1670 


11 


ADI31654 


Adi31654 Human cDN 


9 


1623 


97, 


.2 


1670 


12 


ADH61809 


Adh61809 Human G p 


10 


1623 


97, 


.2 


1670 


12 


AD02 9948 


Ado2994 8 Human GPC 


11 


1623 


97. 


.2 


1670 


12 


ADP10440 


Adpl044 0 Reference 


12 


1623 


97. 


.2 


1670 


12 


ADQ09120 


Adq0912 0 Human CXC 


13 


1623 


97, 


.2 


1670 


13 


ADR24759 


Adr24 759 Breast ca 


14 


1612.4 


96, 


.6 


1614 


12 


ADQ95935 


Adq95935 T cell ac 


15 


1545.2 


92 


.5 


1703 


10 


ADC46964 


Adc4 6964 Human CXC 



SUMMARIES 

% 

Result Query 



No. 


Score 


Match 


Length DB 


ID 




Description 


1 


1670 


100, 


.0 


1670 


3 


US- 


08-709-838-1 


Sequence 


1, Appli 


2 


1670 


100. 


.0 


1670 


3 


US- 


08-829-839-1 


Sequence 


1, Appli 


3 


1670 


100, 


.0 


1670 


4 


US- 


09-624-594-1 


Secjuence 


1, Appli 


4 


1670 


100. 


.0 


1670 


4 


US- 


09-607-156-1 


Sequence 


1, Appli 


5 


1623 


97. 


.2 


1670 


4 


US- 


09-023-655-980 


Sequence 


980, App 


6 


1187.2 


71 . 


.1 


1293 


4 


us- 


09-016-434-1052 


Sequence 


1052, Ap 


7 


1107 


66. 


.3 


1107 


4 


us- 


09-170-496D-19 


Sequence 


19, Appl 


8 


1105.4 


66. 


.2 


1107 


4 


us- 


09-170-496D-173 


Sequence 


173, App 


9 


240 


14 . 


.4 


1679 


1 


us- 


08-202-056-6 


Sequence 


6 , Appl i 


10 


240 


14 . 


.4 


1679 


1 


us- 


08-076-093A-5 


Sequence 


5 , Appl i 


11 


240 


14 . 


.4 


1679 


1 


us- 


08-701-265-5 


Sequence 


5, Appli 


12 


240 


14 . 


.4 


1679 


2 


us- 


08-284-586-5 


Sequence 


5 , Appl i 


13 


240 


14 . 


.4 


1679 


2 


us- 


08-805-478-5 


Sequence 


5 , Appl i 


14 


240 


14 , 


.4 


1679 


2 


us- 


08-802-627A-5 


Sequence 


5, Appli 


15 


240 


14 , 


.4 


1679 


2 


us- 


08-801-238-5 


Sequence 


5 , Appl i 



SUMMARIES 

% 

Result Query 

No. Score Match Length DB ID Description 



1 


1670 


100, 


,0 


1670 


16 


US- 


10 


-251- 


686-1 


Secjuence 


1, Appli 


2 


1623 


97. 


.2 


1670 


9 


US-09-1 


880-107-3833 


Sequence 3833, Ap 


3 


1623 


97 . 


.2 


1670 


IS 


US- 


10 


-225- 


567A-73 


Sequence 


73, Appl 


4 


1623 


97. 


.2 


1670 


15 


US- 


10 


-345- 


680-58 


Sequence 


58, Appl 


5 


1623 


97. 


.2 


1670 


17 


US- 


10 


-172- 


118-620 


Sequence 


620, App 


6 


1623 


97. 


.2 


1670 


17 


us- 


10 


-411- 


284-3 


Sequence 


3, Appli 


7 


1623 


97. 


.2 


1670 


17 


us- 


10 


-085- 


117-203 


Sequence 


203, App 


8 


1623 


97. 


.2 


1670 


17 


us- 


10 


-295- 


027-751 


Sequence 


751, App 


9 


1623 


97. 


.2 


1670 


17 


us- 


10 


-342- 


887-620 


Sequence 


620, App 


10 


1623 


97. 


.2 


1670 


17 


us- 


10 


-641- 


643-980 


Sequence 


980, App 


11 


1623 


97, 


.2 


1670 


18 


us- 


10 


-733- 


878-305 


Sequence 


305, App 


12 


1623 


97, 


.2 


1670 


19 


us- 


10 


-929- 


182-13 


Sequence 


13, Appl 


13 


1545.2 


92, 


.5 


1703 


18 


us- 


10 


-733- 


878-518 


Sequence 


518, App 


14 


1545.2 


92, 


.5 


22608 


17 


us- 


10 


-085- 


117-202 


Sequence 


202, App 


15 


1542 


92, 


.3 


1877 


15 


us- 


10 


-106- 


698-2125 


Sequence 


2125, Ap 



SEQ ID NO: 2 



SUMMARIES 

% 

Result Query 

No. Score Match Length DB ID Description 



1 


1907 


100. 


.0 


368 


2 


AAW54 371 


Aaw54371 


Human IP- 


2 


1907 


100, 


.0 


368 


3 


AAY90614 


Aay90614 


Human G p 


3 


1907 


100. 


.0 


368 


4 


AAG80122 


Aag80122 


Human CXC 


4 


1907 


100. 


.0 


368 


6 


ABP81795 


Abp81795 


Human CXC 


5 


1907 


100, 


.0 


368 


7 


AAE38602 


Aae38602 


Human C-X 


6 


1907 


100. 


.0 


368 


7 


ADC22539 


Adc22539 


Human G p 


7 


1907 


100. 


.0 


368 


7 


ADF17988 


Adfl7988 


Human CXC 


8 


1907 


100. 


.0 


368 


7 


ADH14012 


Adhl4012 


Human GPR 


9 


1907 


100. 


.0 


368 


7 


ADN3 9434 


Adn3 9434 


Cancer/an 


10 


1907 


100, 


.0 


368 


8 


ADH61810 


Adh61810 


Human G p 


11 


1907 


100, 


.0 


368 


8 


AD029458 


Ado2 94 58 


Human GPC 


12 


1907 


100, 


.0 


368 


8 


ADP12496 


Adpl24 96 


Protein e 


13 


1907 


100, 


.0 


368 


8 


ADP12922 


Adpl2922 


Protein e 


14 


1907 


100, 


.0 


368 


8 


ADQ09119 


Adq09119 


Human CXC 


15 


1907 


100, 


.0 


368 


8 


ADQ95936 


Adq95936 


T cell ac 



SUMMARIES 

% 

Result Query 

No. Score Match Length DB ID Description 



1 


1907 


100, 


.0 


368 


3 


US- 


08-709-838-2 


Sequence 


2, 


Appli 


2 


1907 


100, 


.0 


368 


3 


US- 


08-829-839-2 


Sequence 


2, 


Appli 


3 


1907 


100, 


.0 


368 


4 


us- 


09-170-496D-20 


Sequence 


20, 


Appl 


4 


1907 


100. 


.0 


368 


4 


us- 


09-624-594-2 


Sequence 


2, 


Appli 


5 


1907 


100 


.0 


368 


4 


us- 


09-607-156-2 


Sequence 


2, 


Appli 


6 


1901 


99 


.7 


368 


4 


us- 


09-170-496D-174 


Sequence 


174, App 


7 


640 


33 


.6 


374 


3 


us- 


08-982-493-6 


Sequence 


6, 


Appli 


8 


635 


33 


.3 


372 


1 


us- 


08-202-056-5 


Sequence 


5. 


Appli 


9 


635 


33 


.3 


372 


1 


us- 


08-076-093A-6 


Sequence 


6, 


Appli 


10 


635 


33 


.3 


372 


1 


us- 


08-701-265-6 


Sequence 


6, 


Appli 


11 


635 


33 


.3 


372 


2 


us- 


08-284-586-6 


Sequence 


6, 


Appli 


12 


635 


33 


.3 


372 


2 


us- 


08-805-478-6 


Sequence 


6, 


Appli 


13 


635 


33 


.3 


372 


2 


us- 


08-802-627A-6 


Sequence 


6, 


Appli 


14 


635 


33 


.3 


372 


2 


us- 


08-801-238-6 


Sequence 


6, 


Appli 


15 


635 


33 


.3 


372 


2 


us- 


08-801-228-6 


Sequence 


6, 


Appli 



Result 
No. 



Score 



% 

Query 

Match Length DB 



SUMMARIES 



ID 



Description 



1 


1907 


100, 


.0 


368 


14 


US-10-251-385-20 


Sequence 


20, Appl 


2 


1907 


100, 


.0 


368 


14 


US-10-225-567A-74 


Sequence 


74, Appl 


3 


1907 


100, 


.0 


368 


14 


US-10-345-680-59 


Sequence 


59, Appl 


4 


1907 


100, 


.0 


368 


14 


US-10-251-686-2 


Sequence 


2, Appli 


5 


1907 


100, 


.0 


368 


14 


US-10-239-423-78 


Sequence 


78, Appl 


6 


1907 


100, 


.0 


368 


15 


US-10-411-284-4 


Sequence 


4 , Appl i 


7 


1907 


100, 


.0 


368 


15 


US-10-295-027-752 


Sequence 


752, App 


8 


1901 


99, 


.7 


368 


14 


US-10-251-385-174 


Sequence 


174, App 


9 


1891 


99 


.2 * 


415 


15 


US-10-411-284-2 


Sequence 


2. Appli 


10 


1876 


98. 


.4 


472 


14 


US-10-106-698-6402 


Sequence 


6402, Ap 


11 


636.5 


33 


.4 


399 


15 


US-10-334-143-7 


Sequence 


1, Appli 


12 


636.5 


33 


.4 


399 


15 


US-10-276-774-2394 


Sequence 


23 94, Ap 


13 


635.5 


33 


.3 


355 


14 


US-10-237-563-36 


Sequence 


36, Appl 


14 


635 


33 


.3 


372 


9 


US-09-104-063-6 


Sequence 6, Appli 


15 


635 


33 


.3 


372 


14 


US-10-251-385-66 


Sequence 


66, Appl 



